PARTS REGISTRY HANDBOOK
A GUIDELINE INTO IGEM 'S
STANDARDIZED PARTS




FOREWORD

WORKING WITH THE MANUALS BECAME AND INSPIRING PIECE OF WORK. BECAUSE THE WORK PUT INTO THEM WAS, PRIMARILY,
IN ORDER TO HELP AND ASSESS NEW TEAMS AND EXPERIENCED ONES AS WELL. SEVERAL PARTS BECAME INVOLVED IN THE CREA-
TION OF THESE MATERIALS, AS THE ORIGINAL HOLDERS OF THE IDEA, THE ITESM caMPUS CEM TEAM KNOWING THIS WOULD
NOT BE AN EASY WALK, SOUGHT CO-AUTHORSHIP. THAT'S WHEN THE VIRTUS PARVA TEAM DECIDED TO BECOME INVOLVED AND
HELP EACH OTHER OUT. THERE ARE THREE MANUALS, EACH, WITH A SPECIFIC AREA: THE GOOD LABORATORY PRACTICE MANUAL,
WHICH HELPS ON SETTING THE STANDARDS OF THE WORK DONE IN THE LABORATORY; THE IGEM REGISTRY MANUAL, WHICH IS
AN EASY TO FOLLOW STEP GUIDE FOR ALL THOSE WHO VENTURE INTO THE IGEM PARTS DOMAIN, IT COVERS FROM LOOKING UP
A STANDARD PART INTO ADDING YOUR OWN, GOING THROUGH THE SENDING OF A PART FOR SEQUENCING AND THE SHIPPING
PROCESS; AND LAST BUT NOT LEAST, THE IGEM TEAM MANUAL, THIS ONE HOPES TO COVER MOST OF THE TEAM FORMATION
PROCESS, AS WELL TO BE A GUIDELINE FOR TEAMS TO FOLLOW ALONG THE PROCESS UNTIL THE JAMBOREE IS CONCLUDED. THIS

WORK WAS THE MOST COMPLEX TO RESOLVE, STILL, SOME TEAMS MAY NOT FIND IT INSIGHTFUL SINCE THERE ARE MANY WAYS A
TEAM RESPONDS AND STAYS MOTIVATED.

THIS MANUAL WILL TAKE YOU INTO THE WORLD OF IGEM’S STANDARDIZED BIOLOGICAL PARTS KNOWN AS BIOBRICKS, AND
SHOW THE IMPORTANCE THEY HAVE WITHIN THE COMPETITION. IN THIS WORK, YOU MAY FIND A QUICK GUIDE INTO THE BROW-
SING, ADDING AND REQUESTING OF THESE BIOLOGICAL COMPONENTS.
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THE REGISTRY MANUAL

IGEM WORKS CONTINUALLY IN ORDER TO ENHANCE AND PROMOTE KNOWLEDGE REGARDING SYNTHETIC BIOLOGY,
THAT IS WHERE THE STANDARDIZATION AND CATEGORIZATION OF BIOLOGICAL PARTS PLAYS A CRUCIAL ROLE INTO IGEM's
GOALS. THE PARTS REGISTRY IS AN ENCYCLOPAEDIA WHERE ALL THE SUBMITTED BIOBRICKS FROM PREVIOUS COMPETI-
TIONS ARE GATHERED TO BROWSE AND RESEARCH, OR THE CASE BEING, REQUEST THEM IN ORDER TO WORK WITH THESE
STANDARD PARTS.

THE IGEM REGISTRY IS EVERGROWING AS PARTICIPANTS CONTINUALLY ADD NEW PARTS INTO THE CATALOG, AS WELL AS
THE INCLUSION OF ADDITIONAL INFORMATION INTO BBS THEY ARE CURRENTLY WORKING ON. ON THIS DOCUMENT, A
BRIEF STEP-BY-STEP GUIDE WILL BE PROVIDED FOR TEAMS WORKING WITH THE FEATURE.

BuiLD ON STANDARD BIOLOGICAL PARTS

EVERY PART MUST BE STANDARDIZED WHICH MEANS HAVING A PREFIX AND SUFFIX (RESTRICTION SITES) FLANKING THE
BEGINNING AND END OF THE PART SAMPLES THAT WILL ALLOW THEM TO BE ASSEMBLED TO FORM A NEW PART. A STAN-

DARDIZED PART CAN BE REMOVED FROM THE PLASMID BACKBONE TO BE USED IN ANOTHER OPERATION LIKE ASSEMBLY,
MEASUREMENT, OR SHIPPING.

How TO SEARCH IN THE REGISTRY?

|[F YOU KNOW THE BIOBRICK NAME (BBA_XXXXXX):

v
1) WRITE THE NAME OF THE BIOBRICK IN THIS SPACE l ) AND GO DIRECTLY TO THE PART SITE.

2) YOU CAN JUST SELECT THE GRAY TRIANGLE BESIDE THE SPACE FOR SEARCHING AND LOOK FOR OTHER TYPE OF IN-
FORMATION LIKE “GET HELP IN ASSEMBLING THIS PART" OR SEARCHING ALSO IN GOOGLE.
3) ANOTHER OPTION IS SELECTING THE CATALOG MENU TO SEE ALL THE PARTS CLASSIFIED BY PART TYPE.

e tools SRS repository assembly protocols help search [ ) =

Wiell Documeank Arts Promoters
Frequently Lised Parls RAS
All The Faris Coding SEqUEnCEs
Tearminaiors Hardware

Backbomes Reporter Profems

Function Frelturg TALE

%on Promalers

Intzgratizn
{miniTnT}

I[F YOU DON'T KNOW THE PART:
CLick oN SEARCH IN THE REGISTRY TOOLS. TYPE ANY KEY WORD OR THE NAME OF A GENE, PROTEIN, ENZYME, ETC., AS
IT IS SHOWN ON THE IMAGE BELOW.
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s@. tools catalog repository assembly protocols help JEEELGE (0 ) egarcla

Enter the text or part you wish to find -
Click to search using Google:
The Registry lgem.org Google Scholar The Web

Go to this page (or creats it)

Get help in assembling this part

Find parts that use this part

Find parts in the same range as this part

Find parts that contain this text (see limitations)

Community Search Tools

NOW YOU HAVE DIFFERENT OPTIONS TO SEARCH BY CLICKING ON THE FOLLOWING:

1) A GENERAL SEARCH USING GOOGLE IN THE REGISTRY, IGEM.ORG, GOOGLE SCHOLAR OR THE WEB.

2) AN SPECIFIC PAGE (GO TO THIS PAGE) FROM PARTS.IGEM.ORG.

3) IF YOU HAVE A BIOBRICK ASSEMBLY PROBLEM YOU CAN CLICK ON GET HELP IN ASSEMBLING THIS PART.

4) BROWSING PARTS THAT USE THE SEARCHED PART, IN THIS CASE, THE KEY WORD SEARCHED, CLICK ON FIND PARTS

THAT USE THIS PART.

5) TO SEARCH SIMILARITIES BETWEEN THE WRITTEN KEYWORDS AND BIOBRICKS REGISTERED, CLICK ON FIND PARTS IN
THE SAME RANGE AS THIS PART.

6) TO HAVE A SEARCH OF BIOBRICKS THAT CONTAINS THE KEYWORD(S) TYPED, CLICK ON FIND PARTS THAT CONTAIN
THIS TEXT.

PART MAIN PAGE

ONCE YOU FOUND AN INTERESTING PART, YOU CAN CHECK ALL THE PART'S DOCUMENTATION, AT THE TOP OF THE PAGE
OR ON THE RIGHT SIDE.

main page design 2 CHpETicnie information part tools

: _ﬁ_ Feigased A0 2013
PEHBBH_E-lU-ID aang Sampie in siock
"“highly™ enginearad mutant of red fluorescent protein from Discosoma striata _/"'- et
:Eﬂrﬂ” Get This Part Ii
manamenc HEF Red Flaoreccent Frolsin. Evcdabon peak S84 nm Emissaon peglc 507 nm \'\.\____ ___.-"/

Usage and Blology

st ] 3 pmplell staned with Discosoma KFF [DaFed) and evolved @ fagler § BT wananl Jee paper lishe WL

I Featunes p— —— |
. - ~

. . . T

3 |._': Hamer | 35 | e ,I Langrh: riG hp I Viewplaomed _1 |\-_-r-! pan saquence |
T - . i . S _--"j e .___/

— L 208 ) A ] o - -—
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CLICKING ON VIEW PLASMID IN THE BOTTOM OF THE PAGE YOU WILL FIND A PLASMID MAP WHICH CONTAINS THE SEAR-
CHED BIOBRICK. YOU CAN ANALYZE HOW IT LOOKS ON A PLASMID.

CLICKING ON GET PART SEQUENCE YOU WILL FIND THE BIOBRCIK SEQUENCE WITHOUT PREFIX AND SUFFIX IN FASTA FOR-
MAT. SO YOU CAN COPY AND PASTE IT INTO AN ANALYSIS SOFTWARE, SUCH AS SERIAL CLONER®, SNAP GENE® OR ANO-
THER FAVORITE SOFTWARE.

IN' SS OPTION YOU CAN SEE ALL THE BIOBRICK ATTRIBUTES IN A SINGLE STRANDED SEQUENCE, WHILE IN DS OPTION YOU
CAN BE ABLE TO SEE THEM ON A DOUBLE STRANDED WAY.

THE GET THIS PART BUTTON WOULD BE EXPLAINED IN THE FOLLOWING SECTIONS OF THIS HANDBOOK.

REQUESTING PARTS

IN SOME CASES, MORE PARTS THAN THE ONES PROVIDED IN THE DISTRIBUTION KIT WILL BE NEEDED, THOSE CAN VERY
WELL BE REQUESTED FROM THE REPOSITORY. TO CHECK AVAILABILITY OF SUCH PARTS, IT IS NECESSARY TO PAY ATTENTION
TO THE PART STATUS BOX THAT ACCOMPANIES THE BIiO PART.

Part Status Box

The Part Status Dox appears in the top rght of a pat's page It includes

» the status of a part's sample(s) Sample In Stock £ Sample [t Complicated £ Sample Not In Stock
= @ link to the part's Get 1his Part page: where you can find the location of a sample in the cument distribution, or in the Hepository

Sample In Stock Sample It's Complicated Sample Not In Stock
Raeleased HQ 2013 Mol Released Mol Released
Sample In siock sample Pending . samp 10
Experience: Nong Experiance: Works Exparienca:
0 uses 0 uses 0 uses
Gel This Part Gl This Part Gel This Part
= [here is a sequence confirmed or long = [here is 8 sample in stock in the = [he Hegistry does not have a sample in
part sample in stock in the Repository Ropository. but it is not scquence stock
= |t docs not guarantes that the sample iz confirmed = This part cannot be requested from the
avallable In the current distributlon = The sample may have poor guallty control Reglstry
= You can request a sample resulls (Partially Confinmed, Single Enor,

Inconsistent, Bad Sequencing) or no
quality control information

= You can request a sample

AVAILABILITY

AFTER FINDING THE PART YOU WERE LOOKING FOR, GO AND CLICK THE GET THIS PART BUTTON. A NEW PAGE WILL OPEN
AND FROM THERE YOU WILL KNOW IF YOUR PART SAMPLE IS INCLUDED IN A CURRENT DISTRIBUTION KIT (AND ITS LOCA-
TION, PLASMID BACKBONE, AND SEQUENCE RESULT), OR IF THERE ARE OTHER SAMPLES FOR THE PART IN THE REPOSITORY
AND THEIR LOCATION

Sample Available in Distribution

Part BBa_C0040 is available in these Registry distributions: Tree View Show details for 22 locations
Distribution Well Plate Sl Sequencing Well Id
Spring 2013 Distribution A4 2013 Kit Plate 5 pSB1AZ Confirmed [U] More...
Spring 2013 Distribution 10 2013 Kit Plate 3 pSB1C3 Confirmed More...

THE TABLE WILL TELL YOU, TOO, IF THE PART YOU ARE LOOKING FOR CAN BE ACQUIRED BY TRANSFORMING ANY OF THE
PARTS INCLUDED IN THE WELLS KIT. WHEN THE PART REQUIRED IS NOT IN THE DISTRIBUTION KIT, A WINDOW LIKE THIS
WILL POP UP.
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No Sample Available in Distribution

Part BBa 16112 is available in these Registry distributions: Tree View Show details for 13 locations
Mo samples of that part are available in distributions. Check for other locations above ||

TO NAVIGATE AMONGST THE DISTINCT LOCATIONS OF THE WANTED PART, SIMPLU CLICK THE SHOW DETAILS FOR (X) Lo-
CATIONS. AFTER THIS, A NEW WINDOW WILL APPEAR, IN IT YOU'LL FIND A NEW TABLE, SIMILAR TO THIS ONE:

Show details for other locations

Spring 2008 Distribution 1G  Source Plate 1001 pSB1A2
Sequencing: Confirmed Resistance: A Gel: OK Q: Low P: OK Spring 2008 Distribution=Source Plate 1001=1G
Sequencing Resistance Gel: iGEM 2005 (Registry 7.05)>Source Plate 2=5D
Sequencing: Resistance Gal: MIT Distribution 4.04>BioBricks 3=41

PLEASE, KEEP IN MIND THAT NOT EVERY SAMPLE HAS QUALITY CONTROL INFORMATION, BUT LOOK FOR THOSE WITH CON-
FIRMED SEQUENCING STATUS. IN CASE YOU DO NOT FIND A CONFIRMED SEQUENCE, YOU CAN STILL WORK WITH THOSE
THAT HAVEN'T BEEN SO.

REQUESTING

REQUESTS ARE MADE VIA EMAIL AT: HQ@IGEM.ORG.
IN THEM, DON'T FORGET THE FOLLOWING FORMAT:

SUBJECT: "PART REQUEST: [YOUR TEAM/LAB'S NAME]."

PART NAME (BBA...)

PLASMID BACKBONE (AS DOCUMENTED ON THE GET THIS PART PAGE)
SAMPLE LOCATION: SOURCE PLATE AND WELL

QUALITY CONTROL RESULTS: SEQUENCE AND GEL RESULTS (IF AVAILABLE)

ONCE A REQUEST IS MADE YOU SHOULD BE CONTACTED BY IGEM HQ WITHIN TWO BUSINESS DAYS.

SHIPPING

LAST BUT NOT LEAST, IS THE SHIPPING PROCESS. BE SURE TO FILL APPROPIATELY FOR EVERY BIT OF DATA ASKED, BE IT
ADRESS OR FOR CUSTOMS PURPOSES. THE TIME OF ARRIVAL MAY VARY, BUT DON'T LET THE ANXIETY WIN THIS ONE, THE
PART IS ALMOST HOME.

Shipping Times Agar Stabs

For shipments within the United States shipping times are generally no We send out part requests as agar stabs (LB agar). The shelf life of these
more than two days through UPS. For intemational shipments, shipping are short, so it is best to plate from the stab as soon as possible
times through UPS can differ by a number of days depending on the = The agar will have a hole from when it was stabbed. Dip an inoculating
receivers address. loop into the stab, and plate onto a petri dish of LB agar with the

appropriate antibiotic.

Incubate the dish overnight at 37C {14-16hr)
Pick a single colony to start up a culture
Miniprep to extract plasmid DMNA

Use the part!

A confirmation email with a tracking number for your shipment will be
sent to you when your part request is ready to be shipped. You can then
track the location of your shipment.

ADD A PART

IF YOU ARE READY TO ADD YOUR OWN CONTRIBUTION, YOU SHOULD CHECK THE NEXT STEPS:
FIRST GO TO THE SECTION: TOOLS IN THE IGEM MAIN PAGE.
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4@. (GLIEW catalog repository assembly protocols help search [ ] legin =)

Wiki General Community Wiki louls lel you edil this
IHeturn to the page Aad a part LabGenius plasmia mapper page, see recent changes, and
Edit this page Request a part Gibthon mare. Part tools let you edit
History of this page Send a part to the Registry UT Tokyo Search the database information
What links here NNA Sequencing

aboul tha purt. Members of
the iGEM community may
contribute tools in the hattom
section of this page.

Relaled changes
Upload files
Special pages

Recenl changes
Mome. ..

Part Tools User Provided Part Tools
*art main pagc GecnBank format
Design page GenBank format
Experience page SBOL format

[dit part infarmation CHIO infarmation
about

Related parts

| ength in plasmids

Edil sequence and lealures

Eait compaositc part

Sequence analysis

THEN, CLICK ON THE ADD A PART OPTION OR SEND A PART TO THE REGISTRY IN THE GENERAL SECTION.
IF YOU CHOSE TO ADD A PART, A NEW WINDOW WILL OPEN UP:

Add a Part to the Registry

Just startng ¥ Meed help” Check oul our documentaton on How o make a Bobnck!

On maybe you're lovking fve hove o slandardice @ non-Biotn ick seguence befuvre you add il?

Members of Registry groups may add three kinds of parts to the registry: Basic Parts, Composite Parts, and Construction Intermediates

Basic Parts Add a Basic Part Now__. [edit]

Basic Parts are discrete functional units of ONA. They cannot be subdivided into smaller component parts. ONA for a basic part may be obtained by de novo
synthesis, by total synthesis based on a sequence from GenBank, by primer extension and PCR, or via other techniques. Like all parts, a Basic Part is stored in a
plasmid, flanked by restriction enzyme cloning regions ("BioBrick ends™). These cloning region are not included in the sequence of the part as defined by the
Reagistry. They can be provided by the Registry software. Here is an example of a Basic Part. New users: check out these important notes regarding BioBricks ™
and basic part standardization

Composite Parts Add a Composite Part Now... [edit]

Composite Parts are functional units made from an ordered series of basic parts or other composite parts. Explicit base pairs of DNA cannot be entered in as
sequence for these parts (parts which do require you to manually enter sequence are Basic Parts) The Registry’s software provides information and sequence for
all the basic parts that vou list as components of your composite part. VWhile the Heqistry provides the sequence from the component parts specified, the function
and design Issues of the composite parnt should be documented In detall. Here Is an example of a Composlie Pan

Construction Intermediates Add a Construction Intermediate Now... [edit]

Construction Intermediates have no specific function and are just the result of assembling two pars together. They require no further documentation. Often they
are unwanted byproducts of constructlon They all have the type Intemmediate’ and part names of the form ‘BBa_Snnnnn”. These pan names are automatically
assigned by the Registry software. Once you enter your intermediate part in the Registry, you will be able to use BioDrick Dlast to check your assembly’s
sequence and your part will show up in the subpart and superpart search functions. If you send us the DNA, we will be able to share your work with others and
include it in assemblies done by the Registry. There are no examples of these parts available yet

Deleting A Part [edit]

You can fry to delcte a part by geoing to a part's "Hard Infermation™ and sctting the DNA status to "deleted

ON THIS OCCASION, WE WILL ADD A BASIC PART, IN ORDER TO ENTER THE PART, YOU ARE GOING TO NEED SOME INFOR-

oS
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MATION ABOUT THE SOURCE, DESIGN, FUNCTION, AND COMPOSITION OF THE PART. LEFT CLICK ON THE ADD A BASIC
PART NOW OPTION, THIS IS THE FORM YOUR TEAM WILL HAVE TO FILL OUT:

Enter Part Information
As a member of the groups below, you can enter parts with names in these ranges:
Allow Edits Group Name Part Range Next Available Part
=] Reagistry All All
! Check the boxes to allow a group to edit this part.
Selected Part Name: ssx Taoo0 Part Type: | &)

Enter a short description of the part for display in various tables. For example: 'PoPS-=cl (lambda)'.
Short Description: |uxc (limited to 60 characters)

Enter a long descriplion of the part so that users of your part know whal it is, what it does, and how to use it in their projects.

\Wibrio fischeri luxC protein coding region. This part is useful for producing light in bacteria from endogenous substrates. It is the first enzyme in the luxCDABE operon.

Enter the source of this part. For example, does it come from some genomic sequence? |
Wibrio fischerl, sequence found through Cenbank hitp:/ fwww.ncbinlm.nih.gov/gene/ 3280765

Enter any design considerations you had to deal with during the detailed design of the sequence. |
Mutation of TAG to TAA stop codon |

{ Go on o enter the sequence and add feature annotations | ( ':"""“0 |

GROUP: SELECT GROUPS THAT WILL HAVE PERMISSION TO EDIT YOUR PART.
PART NAME: SELECT YOUR PART NAME WITHIN YOUR ASSIGNED PART RANGE.
PART TYPE: CLASSIFICATIONS SHOW HERE:

Promnters: & promoter is a [MNA sequence that tends to recruit transcriptional machinery and lead to transcription of the
downatream DINA sequence.

Ribosome Binding Sltes: A ribogome binding site (RBS) is an RNA sequence found in mRMA to which ribosomes can bind and
irmbiake anslation.

4

Protein domains: Protein domains are portions of proteins cloned in frame with other proteins domains to make up a proten
coding sequence. Some protein domaings might change the protein's loeation, alter its dogradation rate, target the protein for
cleavage, or enable it to be readily purified.

Pratein coding sequences: Protein coding sequences encode the amino acid sequence of a paricular pratein Note that some
proten coding sequences only encode a protein domain or halt a protein. Uthers encode a full-length protein from start codon to
stop codon. Coding sequences for gene exprossion reporters such as LacZ and GFP are also included here.

¢

Translational units. Translational unils are composed of a nbosome binding sile and a prolemn coding segquence. They begn at
the site of translational initiation, the RAS. and end at the sife of franslatinonal termination, the stop codon

Terminators: A terminator iz an RNA sequence that uswally oceurs at the end of a gene or operon mREMNA and causcs
transcription to stop.

NHA- NHA parts provide functionality to the DNA tself DMNA parts include cloning sites, scars, pnmer hinding sites, spacers,
recombination sites. comugatree tranter clements, transposons, ongami, and aptamers.

C ¢ ¢

Plasmid backbones. A plasmid is a circular, double-stranded DWA molecules Wypically containing a few thousand base pairs
that replicate within the cell independently of the chromosomal DNA A plasmid backhone is defined as the plasmid sequence
beginning with the Biobnek suthec, including the replication ongin and anbbsotbc resistance marker, and ending with the Biobnck
prefix.

%o Plasmids. A plasmad is a circular, double-stranded DNA molecules typically containing a few thousand base pairs that replicale
within the cell independently of the chromosomal DNA - If your're: looking for a plasmid or vector to propagate or assemble
plasmid backbones, please see the sel of plasmid backbones. There are a tew parts in the Hegisiry thal are only available as
circular plasmids, not as parts in a plasmid backbone, you can find them here. Mote that these plasmids largely do not conform
to the BieBrick standard.

=% Primers: A primer is a short single-stranded DNA sequences used as a starfing point for PCR amplification or sequencing
== Although pnmers are not actually avalable via the Registry distnbubion, we include commanly used pnmer sequences here.

Composlte pans: Composite pans are combinations of of two or more BioBrick parts.
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*SHORT DESCRIPTION: TECHNICAL OR BIOLOGICAL FUNCTION OF THE PART.

*LONG DESCRIPTION: DETAILED DESCRIPTION OF THE PART, FUNCTION AND REQUIREMENTS.

*SOURCE OF THIS PART:  THE ORIGINS OF THE SEQUENCE

*DESIGN CONSIDERATION: |F YOU NEEDED TO CHANGE THE PART WITH MUTATIONS OR CODON OPTIMIZATION YOU MUST
DESCRIBE IT IN THIS SECTION.

Now, cLICK ON GO TO ENTER THE SEQUENCE AND FEATURES ANNOTATION

SEQUENCE AND FEATURES

Sequence and Features

Your part has been added to the Registry, but only its name has been designated along
with some descriptive information. Now you will need to add its sequence and diagram its
features. You can always retumn to this page by going to Tools > Edit Sequence and
Features.

Add your part's sequence

» Click on Edit, copy & paste your sequence into the editor,
= and Savel
= Remember, do not include any standard’s prefix or suffix.

Once your sequence has been saved...

= you will be able to add features to your part.

» Ex. Three features have been added to BBa_T4000, to show its start codon, its
cds, and its stop codon.
= the Assembly Compatibility box will also check if your part's sequence meets the
requirements of the Registry-supported standards.

= A green box means that your part is compatible with that standard
= A red box means that your part has an illegal restnction site for that standard.
Haower over it to find out where these restriction sites are.

= You can use this information to determine if you'll need to mutate these
restriction sites out to ensure that the part is compatible with your preferred
standard.

= Your part must be BioBrick compatible

A PART IS BIOBRICK COMPATIBLE IF IT DOES NOT INCLUDE ILLEGAL SITES: ECORI, SpEl, XBAl, PsTl Y NOTI|. BECAUSE THEY
BELONG TO THE SUFFIX AND PREFIX OF THE BIOBRICK ASSEMBLY STANDARD. THEREFORE, ALL PARTS SUBMITTED SHOULD
NOT CARRY ANY OF THESE SITES. I[F THEY DO, THEY WILL BE DEEMED INCOMPATIBLE AND REJECTED FOR ANY CONTRIBU-
TION IN THE REGISTRY.

NOW THAT THE PART HAS BEEN DESCRIBED, THE SEQUENCE SHOULD BE ADDED. WRITE THE SEQUENCE INTO THE EDITOR,
SANS PREFIX OR SUFFIX. THEN YOU CAN SAVE THE SEQUENCE.

Part:BBa_T4000:Sequence, Features, and Subparts il =

Ly e T X 1] e Tran Pt

Pl i B Baew Do
Dia TE0D & & Mic pad Cranga 1o Compoads Crangs 10 oerrecets

NOW FEATURES CAN BE ADDED. FEATURES INCLUDE START CODON, STOP CODON, ETC.
ALSO IN THIS SPACE, THE PART WILL BE EITHER IDENTIFIED AS BIOBRICK COMPATIBLE OR NOT. CONSIDER THAT THIS IN-
FORMATION MIGHT BE A GUIDELINE IN CASE YOU NEED TO MUTATE YOUR PART TO MAKE IT COMPATIBLE.

10
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HARD INFORMATION

THIS INFORMATION HELPS CLASSIFY AND ORGANIZE THE PART IN THE REGISTRY AND DATABASE.
Page Header

 Part Name BBa_T4000 Ecit |
. Short Description luxC Edﬂ'|
Pan Type Coding < Edit
. Mickname Ed‘t|
_ Designer(s) Vinco Selvarajah Edt |
e = i i et o i U el
| DNAis only definod as Avalabio # it is in the reposory. How 1o send parts.

" Qualitative Experience Edit |
| Group Favorite No Ecit |
e e L S e S— — T

PART NAME: ITS OFFICIAL NAME

PART TYPE: SELECT THE TYPE OF THE PART.

SHORT DESCRIPTION: BIOLOGICAL OR TECHNICAL DESCRIPTION OF THE PART'S FUNCTION
NICKNAME: THE NICKNAME OF THE PART.

DESIGNERS; PEOPLE WHO COLLABORATED IN THE PART'S DESIGN. THE REGISTER'S NAME WILL BE LISTED BY DE-
FAULT, BUT MORE DESIGNERS CAN BE LISTED HERE.

. DNA STATUS: DELETED, PLANNING, SENT, AVAILABLE, ETC. REGISTRY EDITED.

. QUALITATIVE EXPERIENCE: INDICATES IF THE PART WORKS

GROUP FAVORITE: YOU CAN CHOOSE IT AS A FAVORITE IF YOU LOVE IT.

STAR RATING: DECIDED BY REGISTRY

DELETE PART: YOU CAN DELETE IT FROM THE REGISTRY

PAGE FOOTER

PARAMETERS
THIS SECTION ALLOWS FOR TECHNICAL SPECIFICATION. YOU CAN SPECIFY THE TYPE OF PART AND THE ORGANISM IT IS
DERIVED FROM.

CATEGORIES
ALLOW FOR A PART TO BECOME CONTENT IN AUTOMATICALLY GENERATED PART TABLES, WHICH IS IMPORTANT IN DE-
FINING THE ORGANIZATION OF YOUR PART WITHIN THE REGISTRY, AND SPECIFICALLY FOR THE CATALOG OF PARTS AND

DEVICES.
Page Footer
L [ OTEC 1
gy Wi Fackan (=
Pt s ar
B [ B il o

i Ui e Safwrest
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SENDING A DNA PART SUBMISSION

1) BIOBRICK COMPATIBLE.

2) THE SAMPLE MUST BE IN PSB1C3 BECAUSE IT IS A HIGH-COPY PLASMID WHICH IMPROVES MINIPREPS YIELDS FOR
PARTS AND USERS CAN GET PARTS FROM THIS PLASMID TO USE INTO ANOTHER PLASMID.

3) DOCUMENTATION: ALL PARTS SHIPPED TO THE REGISTRY MUST BE ADDED FIRST. YOU MUST CONSIDER THAT IT IS
ALWAYS BETTER TO SEND FEW PARTS WELL DOCUMENTED THAN SENDING SEVERAL THAT ARE NOT.

SUBMISSION FORMATS

DNA Submissions

You have designed some new parts, entercd them in the Registry and arc ready Malling Address
to send the DNA. These pages will help you prepare a batch of parts to gend to i':GEr-..I Hcau.qu.artcrs
lhe Registry. They will allow you o back thein progress @5 we receive e One Kendall Sguare
Suite BE104
Detailed Login to Cambridge, MA 02129
Instructions Start 2 New DNA, Usa
Submizsion hgifigem.org

+1-617-500-3106

Login to
See Your DNA
Subrmessions

Submission Formats

The Registry accepts DNA submissions in a few formats

" Sil]gle "CH lubes WWhich I'U'II!HJ. will you bes using bo submit your samples?
» 8-1ube Strips \!‘1 ’ g
= U6-Well Mates $6-Wedl Plste Single Tubwa &-Tube S2rip

Ploagn b buns 16 Folow ke priparalion rsfnucbors Tor your lommal

The Registry no longer accepts submissions on fllter paper, please use one of the alternatives above, and
thry donwm thee DNA

PrRoTOCOLS
THE REGISTRY ALSO INCLUDES SOME PROTOCOLS AND INFORMATION TO HELP YOU START WITH THE WETLAB:

g%- tools  catalog repository  assembly [felE]

Registry Tested Community Assembly We recomumend the following
Making Competent Cells Open Wetwane JA Assembly protocols when using
Transformalion BioBricks, distribution kits,
MENprEp part requests, etc. Certain
prolocols have been lested and
used by iGEM HQ).

Restriction Digest

Ligalion
Lincar Plasmid Backboncs

Working in the Lab (Wetlab)

Your're ready fo work with parts in the lahl Here are some Registry resources s 2014 Distnbution Kit Handbook s PCH Standardizabon
ncluding Hegistry recommended protocols, to help get you started = JA Assembly Kit Handbook s Lineanzed Plasmid Backbone
s BioBnck Prefix and Suffx s Transformation
o RBS-CDS lssues s Miniprep
= JA Assembly s Hestnehon Dhgest
» Synthesis s Ligahon
= Shipping in pSO1C3 s Competent Cell

s Transformation Efficiency Kit

ComMPOSITE PARTS REGISTRY

Now, INTO THE COMPOSITE PART, ADDING, WHICH IS NOT TOO STRAY OFF THE BASIC PART ADDITION

1. “TooLS” IN THE REGISTRY MENU
2. ADD A PART
3. ADD A COMPOSITE PART Now...

Tﬁﬁ«! 12



ENTER PART NAME AND INFORMATION

° GROUP; SELECT GROUPS THAT CAN EDIT THE PART
° PART NAME: ENTER A PART NAME. MUST NOT BE ALREADY IN USE.
° PART TYPE: SELECT THE TYPE OF THE PART.
° SHORT DESCRIPTION: BIOLOGICAL OR TECHNICAL DESCRIPTION OF THE PART'S FUNCTION
e LONG DESCRIPTION: DETAILED DESCRIPTION OF THE FUNCTION, AS WELL AS REQUIREMENTS
° SOURCE: ENTER THE SOURCE. IT CAN BE THE SOURCE OF THE SEQUENCE.
e DESIGN CONSIDERATIONS: ENTER ANY CONSIDERATIONS, LIKE MUTATIONS, ELIMINATION OF RESTRICTION SITES,
OPTIMIZATION, ETC.
e SUBPARTS: YOU CAN ADD THE BASIC OR MULTIPLE PARTS THAT MAKE UP YOUR PART.
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SEQUENCE AND FEATURES

HERE YOU CAN EDIT ANY MISTAKES ON THE LIST OF SUBPARTS DESCRIBED IN THE PREVIOUS SECTION.
UNLIKE BASIC PARTS, HERE A SEQUENCE CANNOT BE ENTERED. INSTEAD, THE REGISTRY WILL USE THE PROVIDED INFORMA-
TION TO PUT THE PART'S SEQUENCE TOGETHER.
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HARD INFORMATION

THIS INFORMATION HELPS CLASSIFY AND ORGANIZE THE PART IN THE REGISTRY AND DATABASE.
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PART NAME: ITS OFFICIAL NAME
PART TYPE: SELECT THE TYPE OF THE PART.

. SHORT DESCRIPTION: BIOLOGICAL OR TECHNICAL DESCRIPTION OF THE PART'S FUNCTION

. NICKNAME: THE NICKNAME OF THE PART.

. DESIGNERS: PEOPLE WHO COLLABORATED IN THE PART'S DESIGN. THE REGISTER'S NAME WILL BE LISTED BY DE-
FAULT, BUT MORE DESIGNERS CAN BE LISTED HERE.

. DNA STATUS: DELETED, PLANNING, SENT, AVAILABLE, ETC. REGISTRY EDITED.

. QUALITATIVE EXPERIENCE: INDICATES IF THE PART WORKS

. GROUP FAVORITE: YOU CAN CHOOSE IT AS A FAVORITE IF YOU LOVE IT.

. STAR RATING: DECIDED BY REGISTRY

. DELETE PART: YOU CAN DELETE IT FROM THE REGISTRY

PAGE FOOTER

PARAMETERS
THIS SECTION ALLOWS FOR TECHNICAL SPECIFICATION. YOU CAN SPECIFY THE CHASSIS AND REGULATORS FOR THE PART,
AMONG OTHER PARAMETERS.

CATEGORIES

ALLOW FOR A PART TO BECOME CONTENT IN AUTOMATICALLY GENERATED PART TABLES, WHICH IS IMPORTANT IN DE-
FINING THE ORGANIZATION OF YOUR PART WITHIN THE REGISTRY, AND SPECIFICALLY FOR THE CATALOG OF PARTS AND
DEVICES.

Page Fooler
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CONSTRUCTION INTERMEDIATES

THE CONSTRUCTION INTERMEDIATES ARE THE BYPRODUCT OR INBETWEEN STEPS OF DISTINCT SEQUENCINGS, THEY ARE
UNWANTED SPECIMENS THAT DO NOT REQUIRE THOROUGH INFORMATION INPUT. THUS, IT IS ONLY NECESSARY TO ADD
THE LEFT AND THE RIGHT EXTREMES OF THE COMPONENT IN ORDER TO REGISTER IT INTO THE SYSTEM. DEEP ANALYSIS OF
AN INTERMEDIATE CAN BE ASSESSED BY SENDING IT TO THE HEADQUARTERS AND GET THE DECIPHERING OF THE
SEQUENCE IGNITED.

Add a Construction Intermediate

Left Part Mame: EER | Right Part Name: EEE |
| Submit I Cancel | A part number will be assigned and you will be taken to the part page with all the fields filled in.
REFERENCES

HTTP://PARTS.IGEM.ORG/
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